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Data-driven Discovery Cycle









Model Driven Discovery Cycle



You may say I'm a dreamer..



But I'm not 
the only one..



Why standardize? Interoperability



BioPAX at a Glance



Building Cell Maps

Develop Standard representation
Construct cell maps from literature
Aggregate, Validate, Normalize
Align and Match fragments

Using Cell Maps

Map correlations to models
Infer missing parts of the network
Predict response to a perturbation







Accessing PC

Web Services: Graph queries, Field searches, Path Traversal, 

SPARQL endpoint

Batch Downloads

Different Formats: BioPAX, SIF, GSEA, SBGN

Clients:

Cytoscape, Cytoscape Web, Chibe 2, Virtual Cell, PC Java Client, PaxtoolsR





















DARPA Big Mechanism Program

● Reading
– NLP, Tables, Figures, Distance Learning 

● Assembly
– Pathway Alignment, Conflict detection, Confidence 

Inference

● Explanation
– Genomic and other high throughput data





Systems Biology Standards



l Ozgun Babur
l Arman Aksoy
l Onur Sumer
l Augustin Luna
l Chris Sander

l Igor Rodchenkov
l Max Franz
l Gary Bader

l Bilkent University
l Istemi Bahceci
l Macit Sari
l Ugur Dogrusoz
l

combine community!
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